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Species Gene Symbol Gene ID GenBank Accession Transcript
Human ATP2A1 487 BC037354 NM_004320
About the gene

Official Symbol ATP2A1

Previous Symbol ATP2A

Official Full Name | ATPase sarcoplasmic/endoplasmic reticulum Ca2+ transporting 1

Synonyms SERCA1
Location 16p11.2

Gene Type protein_coding

Uniprot ID 014983

Pathway/Library others

This gene encodes one of the SERCA Ca(2+)-ATPases, which are intracellular pumps located in the
sarcoplasmic or endoplasmic reticula of muscle cells. This enzyme catalyzes the hydrolysis of ATP
coupled with the translocation of calcium from the cytosol to the sarcoplasmic reticulum lumen, and is
involved in muscular excitation and contraction. Mutations in this gene cause some autosomal recessive
forms of Brody disease, characterized by increasing impairment of muscular relaxation during exercise.
Alternative splicing results in three transcript variants encoding different isoforms.
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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